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w LYLRZNIIFIYG FFEOU2NJ G2 AYONBL &S
w L Y L2 NI I ysélectiorfomsliréadc@agidddction,

w CANARUO DSYSiA Gixtias(CaRer19382; Knight & K S
Rogers, 1958ouharmont 1960;Glendinning 1967, etc..->multilocus-
late acting self incompatibility systengdominance relationships
betweenallelesc resultsin gametenon fusion and fruit drop

w 9PARSYOS 2F (GKS y2y STFFAOASYC
production in biclonaseedgardengLanaud et al.; 1987)

w DSYSUAO YIFILIWAY3I 66A0K Y2f SOdz
(Crouzillatet al., 1996Royaertet al., 2010yamadeet al., 2010) and
recentcytologicalstudiesby Ford and Wilkinson (2012)

OBJECTIVES: Use rteshnologytools to increaseour knowledgeof the
incompatibility system andoroducediagnostic markers



: T ———
. Exploring cocoa genome sequence

A new field of researchespennedby theavailability of
the genomesequencegArgoutet al, 2011Motamayoret
al, 2013) to refine th@enetic and molecular basis of,SI
and to definediagnostic markersclose to the genes, for
geneticbreeding

Genetidgenomic studies were based on several large
populations:

wa 2 mappingpopulation (850ind.) locatedin Brazilused
for fine mapping

w a diverse population (710 ind.) from Brazil, Ecuador,
Cameroun,Trinidadevaluatedfor selfcincompatibility used
for associatiommappingand SC/Spredictionanalyses




_Fine mapping of two self - incompatibility loci

F2progeny(850ind)Y salfingselfincompatible TSH516 (ICS1 x SQ4sthgmentor
pollen. Fruits arenaintaineduntil maturity evenin case ofjameticnon-fusions
wGenotypeselectioncouldbe observedin the progenywith markersg 2 skewedregions
w ¢ { | peterozygoust eachlocuswith Amelonado(a)/SCA6(balleles 3genotypesare
expectedat eachloci.
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|dentification of 2regionsinvolvedin genotypeselection with acompleteabsence of
recombinant plantincompatibilityallelescloselylinkedto markergy candidategenes



